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Algorithms
- miR: clustering, 

correlations
- mRNA: clustering, 

correlation
- Methylation: correlations
- Clinical: correlations
- CNA: GISTIC2, 

correlations
- Mutations: MutSig, 

MutationAssessor, 
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- Pathways: Paradigm, 
EnrichedGenes
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Scalable solution for standard analyses



Reports
NOZZLE !
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1. TCGA Analysis Working Groups
2. Cancer Biology Community 

for computers

for computers

for cancer biologists!



Reports: Goal

Make effective interpretation of 
analysis results as efficient as possible.



: Challenges
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Number of analyses

Amount and depth of results

Spectrum of consumers

Reports

~25 modules × ~20 tumor types ≈ 500



: Solution
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Common report structure and layout

Hierarchical organization of content

Highlighting of significant findings

Reports

1. Overview, 2. Results, 3. Methods & Data

Overview first, details on demand

4 Implementation in Nozzle R package
See my poster for details



: DemoReports



Reports: Issues

microRNA and mutation data

21 April 2011 | http://gdac.broadinstitute.org/runs/now

microRNA mutation data

http://gdac.broadinstitute.org/runs/nows
http://gdac.broadinstitute.org/runs/nows


Reports: Issues

50% of all analysis modules affected

microRNA

mutation data



Reports: Issues

50% of all analysis modules affected

microRNA

mutation data



: Questions

When should we share these reports?

With whom should we share these reports?

Reports

How do we address patient privacy issues?


