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Summary Data Available Online

• gdac.broadinstitute.org/runs/latest/ingested_data.png

• gdac.broadinstitute.org/runs/latest/ingested_data.tsv

• gdac.broadinstitute.org/runs/2011_03_27/...

• gdac.broadinstitute.org/runs/2011_02_17/...



 gdac.broadintitute.org



Previous
Months







• New Pipe:  Correlate_GenomicEvents

• Run Schedule : shifting to twice monthly

• MAFs omitted for GBM, COAD, READ, COADREAD, and FULL                                

• Pending contamination assessment & other validation by AWG        

• 2 new SWE hires devoted 100% to engineering pipeline                                

News



• Upload to DCC in pending: passwords, passwords ...

• Multiple versions of many pipe results this month:  use latest

• Available from tinyurl.com/tcga-gdac-broad/[TUMOR]/2011021700

• 2 new SWE hires devoted 100% to engineering pipeline

Questions / Comments:   gdac@broadinstitute.org

Notes cont ...
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Archive Name Generalization

<Domain>_<IndivSet>.<GDAC_Pipeline>.<DataLevel>.<Runcode>.<Revision>.0  

<Domain>_<TumorType>.<GDAC_Pipeline>.<DataLevel>.<Runcode>.<Revision>.0

Accomodates:

• Individual tumor types (OV, GBM, ...)
• Aggregates :  COADREAD
• Subsets

Essentially no difference for this month (but UPPERCASE)


